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Our Platforms

GeoMx Digital Spatial Profiler

10x Genomics Chromium 
Controller

10x Genomics Chromium X

Akoya PhenoCycler
Vizgen MERSCOPE

10x Genomics Chromium Connect









Spatial Genomics

Source: AkoyaBio



Spatial Genomics

Wang, N. et al, Biotechnol J, 2021 Sept



nanoString GeoMx Digital Spatial Profiler

Source: nanoStringGeoMx DSP technology

https://www.youtube.com/watch?v=mVhfZq8ppbc


nanoString GeoMx Digital Spatial Profiler

Source: nanoString



Morphology Marker Guidelines
• up to 3 fluorescently labeled antibodies + 1 nuclear stain
• guide ROI selection and enable segmentation of specific 

compartments and cell types

ROI/AOI strategy
The biological questions ultimately help to define the right 
morphology markers to use and the best profiling selection strategy

nanoString GeoMx Digital Spatial Profiler



nanoString GeoMx Digital Spatial Profiler

Source: nanoString

ROI/AOI selection strategies

50-100 cells are required for each collection to get a good signal over background noise



Supported Assays
Whole Transcriptome Atlas with NGS readout 

~18,000 human genes
~20,000 mouse genes

Sample Requirements/slide prep
FFPE, Fresh or Fixed Frozen tissue

nanoString GeoMx Digital Spatial Profiler



nanoString GeoMx Digital Spatial Profiler

Selecting and Sectioning FFPE Samples 
 

• Immediately after excision (up to 1hr), tissues (<0.5 cm in thickness) should be fixed in 10% 
NBF for 18 to 24 hours at room temperature 

• Avoid acidic decalcification; EDTA-based decalcification or special decalcification solutions 
can be used 

• For best results, do not use FFPE blocks that are greater than 10 years old 
 

• Fisherbrand SuperFrost™ Plus slides or 
Apex BOND® slides 

• 5 μm thickness 
• Scan area: 35.3mm x 14.1mm 
• Multiple sections can be mounted on the 

same slide, at least 2-3 mm apart 
• Slides stored in a desiccator at 4°C yield 

quality results for up to 2 weeks. 



nanoString GeoMx Digital Spatial Profiler

Source: nanoString



nanoString GeoMx Digital Spatial Profiler

Source: nanoString

Spatial Organ Atlas



Akoya PhenoCycler (CODEX)



Akoya PhenoCycler (CODEX)

Source: AkoyaBio



Akoya PhenoCycler (CODEX)

PhenoCycler Reagents and Consumables 

Source: AkoyaBio



Akoya PhenoCycler (CODEX)

Oligo conjugated antibodies
• Akoya inventoried antibodies – ready to use
• Custom antibody conjugation and validation
• Akoya STEP panels – available for purchase as a core panel and 

additional modules



Akoya PhenoCycler (CODEX)

Source: AkoyaBio



Akoya PhenoCycler (CODEX)

Source: AkoyaBio



Akoya PhenoCycler (CODEX)

Source: AkoyaBio



Akoya PhenoCycler (CODEX)

Tissue samples requirement/coverslip preparation

• FFPE or Fresh Frozen
• Coverslips (22mm x 22 mm, Akoyabio) coated with poly-L-lysine
• Tissue sectioning: 5-10 μm (FF 8-10 μm, FFPE 4-5 μm); up to 15mm x 15mm
• Tissues sectioned onto poly-L-lysine-coated coverslips can be stored for up 

to six months



Akoya PhenoCycler (CODEX)

Source: AkoyaBio



Akoya PhenoCycler (CODEX)
High-plex (up to 40+ biomarkers) whole-slide imaging at single-cell & sub-cellular resolution

Source: AkoyaBio



Vizgen MERSCOPE

MERFISH Technology

Source: Vizgen

Spatial Transcriptomics with Single cell and Subcellular Resolution



Vizgen MERSCOPE

Source: Vizgen



Vizgen MERSCOPE

Source: Vizgen
MERSCOPE Sample Verification Kit to verify and optimize sample preparation conditions 



Vizgen MERSCOPE

Source: Vizgen

Custom MERSCOPE Gene Panel Design Portal

A software tool for creating MERFISH gene panels to run on the MERSCOPE in situ spatial genomics 
platform. With the Portal you can customize your gene panels with real-time feedback about which 
genes are most suitable for a MERFISH measurement.



Vizgen MERSCOPE
Vizgen Data output

Source: Vizgen



Bioinformatics

Our experienced bioinformaticians help with experimental design, developing 
reproducible workflows, analyzing high throughput next-generation sequencing 
data and spatial profiling data, and supporting manuscript 
development/publication. We generate visualizations of complex data and assist 
data uploads to public repositories.
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